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o Windows (2000, XP, Vista, 7)
o Linux (RedHat, Suse, Debian)
. MacOsX (10.4, 10.5, 10.6)
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> INIST
o« CSD (Cambridge Structural Database)

o Enligne

o Sur DVD

> Configurations reguises
o Windows (2000, XP, Vista, 7)
o Linux (RedHat, Suse, Debian)
. MacOsX (10.4, 10.5, 10.6)

> Licence sous 24 heures
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Preguest
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Preguest

> Format requis : CIE
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Preguest

> Format requis : CIE

> Plusieurs champs peuvent étre renseignes
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Refcode : N°incrementé automatiquement / Référence CS D

& MELRLIR

> DEEYE -

Info
Disorder

Errars

a

alpha -

=
=
=
£
E
£
£
£
£
=
=
£
£
=
=
£
£
L
=
=
£
£
=
=
e
£
£
o
=
e
£
£
=
=
e
£
£
=
=
£
£
£
=
=
£
£
£
=
=
£
£
£
=
=
£
£
£
=
=
L
£
£
=
=
£
£
£
=
-
£
£
£
=
£
£
£
£
£
£
£
£
£
£
£
£
£

Calc.dens= 114

s

i
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Réference du Journal : Nom, Volume, Page, Annee

& MELRLIR

> DEEYE -

1 Disarder

4 Errcrs

4 alpha

Calc.dens= 114

i i
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http://www.ccdc.cam.ac.uk/support/documentation/quest/volume3/z304.html
Reéference du Journal : Nom, Volume, Page, Annee

Translation
020

Caleformwt= 30040 Cale.dens= 114

ciiiiiics i
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Auteurs

Infa

Errors

Properies

Ehtf‘}" | a7 of 218

Current

® MELRUR

- EES |-

FTTTRTPETFTRTER
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N°de depot

i Info

q Disarder

4 Errors

4 alpha

journal=Tetrahedro
3 Bad character;*
3 Bad characte
'-;a| A —-_l"l‘l

& MELRLIR

> DEEYE -

!
6 Juillet

L

240 K0)
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Zone d'archivage

i Info
1 Disarder

4 Errors

4 alpha

journal=Tetrahedro
3 Bad character;*
3 Bad characte
'-;a| A —-_l"l‘l

& MELRLIR

> DEEYE -

L
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Enfries

“ Al entries

w» This entry.

<~ Carrect entries’
%~ Erroneous entries

Remarks ;
~~ Range:

Disorder

Errors File Format

formm .t

Ratation Translation

Bad character:
; ; Caleformwt= 300,40 Caledensi= 114
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Comment interroger sa
propre base ?
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Activation de |la base

Actlvating an Inhouse Database tor use with ConQuest :
Directory containing databases Jussipeopieich s datalBases-donnees  Change |

Database to activate PublisCSD.aser o |

Database Name (e.q. 'Inhouse1’) |Publis repertariees dans CED

Database Version (e.q. "1.17)

Database Date (e.g. "April 20017) |16 Decembre 2009

Search/Display Order Before Structures DCM v 1.1 — |
Activate | Exit | |
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Activation de |la base

Actlvating an Inhouse Database for use with ConQuest

Directory containing databases /uselipeopleichailicsds data/Bases—donness  Change |
Database to activate PublisCSD.aser :

Database Name (e.q. 'Inhouse1’) |Publis repertariees dans CED

Database Version (e.q. "1.17)

Database Date (e.g. "April 20017) |16 Decembre 2009

Search/Display Order Before Structures DCM v 1.1 — |
Activate | Exit | |
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Activation de |la base

Actlvating an Inhouse Database tor use with ConQuest :
Directory containing databases /usel/peopie/chaiiiWcsds datafBases-donness  Change |

Database to activate PublisCSD.aser — |

Database Date (e.g. "April 20017) |16 Decembre 2009

Search/Display Order Before Structures DCM v 1.1 —_ |
Activate | Exit | :
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Activation de |la base

Actlvating an Inhouse Database tor use with ConQuest :
Directory containing databases /usel/peopie/chaiiiWcsds datafBases-donness  Change |

Database to activate PublisCSD.aser o |

Database Name (e.q. 'Inhouse1’) |Publis repertariees dans CED

Database Version (e.q. "1.17)

Database Date (e.g. "April 20017) |16 Decembre 2009

Search/Display Order Before Structures DCM v 1.1 — |
Activate | Exit | |
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Activation de |la base

Actlvating an Inhouse Database tor use with ConQuest :
Directory containing databases /usel/peopie/chaiiiWcsds datafBases-donness  Change |

Database to activate PublisCSD.aser o |

Database Name (e.q. 'Inhouse1’) |Publis repertariees dans CED

Database Version (e.q. "1.17)

Database Date (e.g. "April 20017) |16 Decembre 2009

search/Display Order Before Structures DCM v 1.1

Activate | Exit |
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Interrogation via Conguest

> Interrogation possible par :
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Interrogation via Conguest

> Interrogation possible par :
o Fragments
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Interrogation via Conguest

> Interrogation possible par :
o Fragments
o NOom du responsable
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Interrogation via Conguest

> Interrogation possible par :
o Fragments
o NOom du responsable
» NOms des auteurs
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Interrogation via Conguest

> Interrogation possible par :
o Fragments
o NOom du responsable
» NOms des auteurs
o ANnee
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Interrogation via Conguest

> Interrogation possible par :
o Fragments
o NOom du responsable
o« NOms des auteurs
o ANnee
o Parametres de malille, ...
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Interrogation via Conguest

> Interrogation possible par :
o Fragments
o NOom du responsable
o« NOms des auteurs
o ANnee
o Parametres de malille, ...

> Possibilite de recherche simultanee dans
plusieurs bases (CSD + bases Internes)
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